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Background

Homologous recombination deficiency (HRD) in breast cancer is an actionable target.
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* These radiomic features demonstrated substantial diagnostic value, showing their high performance in the area under

the receiver operating characteristic curve (ROC-AUC) and the precision-recall curve (PR-AUC) analysis.
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opening the door for non-invasive

non-invasive image biomarkers for HRD identification, particularly using dynamic contrast-enhanced (DCE) breast MRI.
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HRD exerted stronger effects on feature values than TNBC,

Patients eligible for WGS and

radiomics analysis (n = 145) selected
radiomics Interpretation
features
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relevant to HRD than to the triple-negative phenotype.
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* A comprehensive analysis of 214 radiomic features revealed that tumor sphericity, informational measure of

their fair predictability and availability of breast MRI, they hold potential as non-invasive imagin
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biomarkers well-suited for HRD screening.

subtracted early dynamic T1-weighted imaging were significantly correlated with HRD.



